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OBJECTIVES

1. Further marker saturation of peach and apricot segregating populations and
candidate gene mapping in the Prunus genome

2. Development of novel techniques for fruit texture determination and application of
the best techniques for QTL analysis in apple

3. Determination of the main parameters of fruit quality and health in segregating
populations and genetic dissection of the quantitative traits into QTLs

4. Further understanding of the genes involved on allergenicity in apple and first
characterization of these genes in peach

5. Search for allelic diversity of candidate genes for fruit quality in apple and peach

6. Use of the available genomic information in the selection of improved apples.

TASKS

Task 6.1.1 ldentification and mapping of candidate genes (CGs) for fruit quality in
saturated maps of peach and apricot.

Task 6.1.2 Identification and characterisation of the most relevant cell wall
components of apple texture: application for QTL analysis in apple and validation of
methodologies on apricot and peach.

Task 6.1.3 QTL analysis of fruit quality

Task 6.1.5 Allelic diversity of Candidate Genes and QTLs for fruit quality.

Task 6.1.6 Marker-assisted breeding (MAB) in apple.




